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Table 1 • Biological function enrichments in coil-cycle-regulated expression clusters 
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4219046 
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receptor kinase- 1 precursor [Schistosorno memons] 
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serineAhreortne prote. 



seririeAhreonine prote. 
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| j -0 Lipid and fatty acid binding 
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HI) Lipid and fatty acid transport 
L -0 Other lipid, fatty acid and steroid metabolism 
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1. Select families and or subfamilies HI below. 

2. Click on "Goto Genelist" button to view associated genes. 

Highlighted subfamilies correspond to matches with your selected categories. 



B - {§19 Protein metabolism and modification 



I 



-•tig) Electron transport 
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da 
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Selecting the V expands and collapses categories. 
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i 

B iM Carbohydrate metabolism 

B-tfel Amino-acid metabolism 

i 

E ^ Lipid, fatty acid and steroid metabolism 
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Q Phospholipid metabolism 
— □ Lipid and fatty acid binding 
--D Regulation of lipid, fatty acid and steroid metabolism 
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Q Other lipid, fatty acid and steroid metabolism 
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2. Click on "Goto Genelist" button to view associated genes. 
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Panther 
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□ 


345. 


genel 


ORPHAN NUCLEAR HORMONE RECEPTOR LRH fCFll 154:SF208^ 


-641.6 




H i api em 


□ 


346. 


gene2 


ORPHAN NUCLEAR HORMONE RECEPTOR LRH fCFll 154:SF208^ 


-641.51 


••• 


H sapiens 


n 


347. 


gene3 


RETINOIC ACID RECEPTOR RXR-ALPHA rCFl 1 154:SF2161 


-670.15 




H sapiens 


r 


348. 


gene4 


RETINOIC ACID RECEPTOR RXR-GAMMA rCFl 1 154:SF217^ 


-623.86 


••• 


K sapiens 


□ 


349. 


gene5 


RETINOIC ACID RECEPTOR RXR-BETA fCFl 1 154:SF218^ 


-611.24 




K sapiens 


□ 


350. 


eene6 


PHOSPHOLIPASED1 rCFl 1 198:SF4l 


-2100.67 


••• 


K sapiens 


□ 


351. 


sene? 


PHOSPHOUPASE D2 rCFl 1 198:SF5l 


-2047.31 




H. sapiens 




352. 


gene8 


INOSITOL PHOSPHATASE SKIP fCFl 1200:SF2n 


-361.22 




H sapiens 


□ 


353. 


eene9 


INOSITOL PHOSPHATASE SKIP fCF 1 1 200 :SF2 n 


-343.71 




H sapiens 


□ 


354. 


genelO 


INOSITOLPHOSPHATASESKIP-RELATEDrCF11200:SF27^ 


-389.15 




D. Ktlavgaster 


r 


355. 


genell 


INOSITOL PHOSPHATASE SKIP-RELATED fCFl 1200:SF22l 


•354.86 




D. uteksnagaster 


n 


356. 


gene!2 


SPHINGOSINE PHOSPHATE LYASE-RELATED fCFl 1253 :SF1 Oft 


-722.67 




D. xtelavgaster 


n 


357. 


gene 13 


SPHINGOSINE PHOSPHATE LYASE-RELATED fCFl 1253:SF10Ti 


-722.67 




D. nelanagaster 


n 


358. 


gene!4 


SPHINGOSINE PHOSPHATE LYASE-RELATED fCFl 1253:SFim 


•697.26 


••• 


K sapiens 


c 


359. 


genel 5 


DIACYLGLYCEROLKINAS^EPSILONCCF11255:SF12) 


-997.86 


••• 


R sapiens 
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Select 
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1 
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JTKVTQELTELIEESj 


461527 


1 


-317/317 


5TKVTQE LTE L IEE Sj 


7441520 


1-31S/316 


JTOVIQELTVLHEETj 


2119392 


1 


-315/316 


JTQ VI QE LTALHEET 


416629 


1 


-315/316 


JTQ VI QE LTALHEET 


10644783 


1 


-312/313 


>SQVTQELTVLHEET 


3913071 


1-107/107 


iSQVTQELTALHDET 


114040 


1 


-316/317 


J PQVTQE LTTLHDETj 


114042 


1 


-316/317 


iPQVTQELTTLHDETi 


3913070 


1 


-107/107 


1PQVTQELTTLHDET 


11066430 


1 


-316/317 


> S Q VTQE LTALHDET 


178853 


1 


-316/317 


ISQVTQELRALHDET 


4557325 


1 


-316/317 


5SQVTQELRALHDET 


176849 


1 


-316/317 


iSQVTQELRALHDET 


11066425 


1 


-316/317 


iSQVTQE LTALHDET; 


11034803 


1 


-316/317 


SSQVTQELTALHDETl 


11066420 


1 


-316/317 


I SQVTQE LTALHDET^ 



VAEETRARLSKELQA AQARLGAjJ |EDVR SRLVQYRSEVQAHLgqstEELRARLASHLmRKRLL:: 

VAEETRARLSKE LQA AQARLGA; £ED 1 



iiSFi: 

Apoliooprotein 96-231 



102^ 



102 



* 1Q2 o 

m v 



140 150 
I I 
80 90 
I I 

IVKAYREE LE AQ LCBVTQETQ ARLSKE LQA AQARVGJ 

I VKAYREE LEAQLG j VTQETQARLSKELQA AGAR 1 

EVKAYREE LI GQ LA HAQETQARVSKELQA. 
IVKAYKEELEGQLG HAQETQARVSKELQA. 
ZVKAYKEELEGQLG HAQETQARVSKELQA. 

AYKAELEEQLG KKEETQ ARL SKE L Q A . 
ELKAYKSELEEQLS VAEETRARLSKELQA, 
ELKAYKSELEEQLS JVAEETRARLSKE L Q A 

ELKAYKSELEEQLS . . , . ,,,, 

ELKAYKSELEEQLS VAEETRARLSKELQA AQARLGJ 

ELKAYRSELEEQLT VAEETRARLSKELQA AQARLGj 

E LKAYKSE LEE Q LT VAEETRARLSKELQA. . 
ELKAYKSELEEQLT VAEETRARLSKELQA. . 
E LKAYKSE LEE Q LT VAEETRARLSKE LQT. . 
ELKAYKSELEEQLT VAEETRARLSKELQA. . 
E LKAYKSE LEE Q LT VAEETRARLSKELQA. . 
I LKAYKSE LEEQ LlyVAEETRARL SKE L QA . . 



^^102_ 




180 190 200 210 220 

i - _ l ^ X ^ I I 

140 150 
I I, 

!DVR NRLVLYRSEVHNHLgqtt£ELRSRLASHLRKIJlKRL*Li^ 

NRLVLYRSEVHNHLgqttEELRSRLASHLRnVRKR'LV:^ 



104 ' ^16^» 



:dvr.. 



iDLR NRLAQYRSEVQAHLgqstEELRARHASHLRKLRKRLL^; 

LC GRUQYRSEVQMLgqatEELRARHASHUmPKRLL*; 

IDLR iniLAQYRSEVQAHLgq9CEELRARHASHLRKLPKRL'L''V»; 

'VR TRLAQYRSEVHTnLgqs tEE LRARLS SHLRKKRKRLLlv^ 

VR SRLAQYRSEVQAnLgqstDELRARLASHLRKLRKRLL;| 



. . AQARL< 
. . AQARLi 
. .AQARLi 
. .AQARLI 
..AQARLI 
..AQARLI 



'VR SRLVQYRSEVQAHLgqstEELRARLASHLRKLRKRLL|: 

IDVR SRLVQYRSEVQAHLgqs tEELRARLASHLRKLRKRLL: 

iDVR GRLVQYRGEVQAHLgqs tEELRARLASHLRKLRKRLL: 

:DVR GRLVQYRGEVQAHL gqs tEELRVRLASHLRKLRKRlL!! 

IDVC GRLVQYRGEVQAHLgqstEELRVRL ASHLRKLRKRLL:;! 

'VC GRLVQYRGEVQAHLgqs tEELRVRLASHLRKLRKRLL:' 

'VR GRLVQYRGEVQAHLgqs tEELRARLASHLRKLRKRLL: 

'VR GRLVQYRGEVQAHLgqs tEELRARLASHLRKLRKRLL: 

'VR GRLAQYRGEVQ AHLgqs tEELRARLASHLRKLRKRLL:**^ 



106 



114008 
8332909 
6660702 
1918S9 



1-279/391 
1-279/391 
1-278/394 
1-279/435 



12336356 1-279/395 
1703351 1-279/395 



109575 

3645997 

3913046 

2492913 

461521 

71797 

114006 

ncnr>.i.f.i 



1-279/391 
1-258/366 
1-258/382 
1-243/401 
1-259/429 
1-259/396 
1-259/396 

.1 ,-)tn/w(,. 



nDVTQQ LNTL FQDKLGNIWTYADD LQHKL 1 
CTDVTQQLNTL FQDKLGNIHTYADD LQHKL 1 
rTDVTQQ LSTL FKDKLGDASTYADGVHHKL 1 
"TDVTQQLSTLEQDKLGDASTYADGVRHKL 1 
rrDVTQQLSTLrQDKLGDASTYADGVHHKL 1 
rrDVTQQLSTLFQDKLGDASTYADGVKMKL 1 
riPVTQQLSTLFQDKLGDASTYADGVHHKL 1 
lAErTKQLHTLLQSIJLQSANSYAEELQRRL 1 
CSE LTQQLNTL FQDKL GEVNTYTED LQKKL 1 
CSE LTQQLHAL FQDKL GE VMTYAGD LQKKL' 
:SE LTQQLNALFQDKLGEVNTYAGDLQKKL' 
CSE LTQQ LNAL FQDKLGE VNTYAGD LQKKL^ 



SGHLTKETERvreelQKELEDLRANHKphankvsqnCgDNVQKLQEHLRPYA TDLQAQIHAQTQDHKRQLT tQ 

SGHLTKETERvieelQKELEDLRAIJHHphankvsqmfgDNVQKLQEHLRPYA TDLQAQINAQTQDHKRQLT*' 

S GHLAKETERvk e e IKKELED LRDRHHphenkvtqtf gEHHQKLQEHLKP YA VDLQDQINTQTQEHKLQLT^ 

S GHLAKETERvk e e IKKELED LRDRHHphankvtqt £ gEHHQKLQEHLKP YA VDLQDQ IHTQTQEHKL Q LT«*' 

S GHLAQETERvk e e IKKELEDQRDRHHphsnkvt qtC gENHQKLQEHLKP YA . . 
GHLAKETERvkeelKKELEDLRDRHHphankvtqtfgEMHQKLQEHLKPYA.. 
GHLAKETERvk e e IKKELED LRDRHHphankvtqt C gENHQKLQEHLKP YA . . 

QAQLVQDSQR LKKQIQ QELAE LQAKLAPYA . . 

/TKDS-- EKLKEEIR RE LEE LRARL L PHA . . 

S— KKLKEEIR KELEEVRARLLPHA. . 

S— EKLKEEIR KELEEVRARLLPHA. . 

S— EKLKEEIG KE LEE LRARL LPHA. 




.vdlqdqintqtqehklqlt; 
. vdlqdqihtqtqehklqlt^ 
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